Amendments to the claims: 
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This listing of claims will replace all prior versions and listings of claims in the 
application. 
Listing of claims 

1 . (Currently Amended) A plasmid comprising a replicative retroviral genome, wherein 
said genome comprises: 

(a) a psi (v|/) sequence; 

(b) gag and pol sequences originating from the genome of dB. Murine Leukemia 
Virus (MLV) virus; and 

(c) a chimeric env sequence comprising a region corresponding to part of the 
envelope originating from the genome of an MLV virus and a region 
corresponding to part of the envelope originating from the genome of a 
Gibbon Ape Leukemia Virus (GaLV) virus. 

2. {Currently Amended) The plasmid as claimed in claim 1, characterized in that wherein 
the envelope of the MLV virus exhibits a tropism which is either amphotropic, ecotropic, 

polytropic, lOAl or xenotropic. 

3 . {Currently Amended) The plasmid of claim 1 , charact e riz e d in that wherein the gag 
sequence encodes the gag a_gag polyprotein corresponding to the amino acid sequence 
SEQ ID NO: 1, or ^ amino acid sequence exhibiting at least 70^0 homology with SEQ 
ID NO: 1 selected from tlie group consisting of AKV A. A. gag (GENBANK reference 
AAB 03090), SL3-3 A.A. ggg (GENBANK reference AAD55050). Friend AA. sas 
(GENBANK reference CAA46476). Friend FB29 A.A. sas (GENBANK reference 
CAA77478\ Moloney A.A. (GENBANK reference AAC82566\ and MCF 1233 A.A. 
sas (GENBANK reference AAA92678') . 
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4. {Currently Amended) The plasmid of claim 1 , charact e rized in that wherein the pol 
sequence encodes the viral enzymes corresponding to the amino acid sequence SEQ ID 
NO: 2 or an amino acid sequence selected from the group consisting of AKV A.A. pol 
(GENBANK reference AAB 030911 SL3-3 A. A. pol fGENBANK reference 
AAD5505n. Friend A.A. vol rOENBANK reference CAA464771 Friend FB29 A.A. pol 
(GENBANK reference CAA77477). Moloney A.A. pol (GENBANK reference 
AAC82568>. and MCF 1233 A.A. pol (GENBANK reference AA92679) or a oequ e noo 
exhibiting at l e ast SO^o homology with SEQ ID NO: 2 . 

5 . (Currently Amended) The plasmid of claim 1 , charact e riz e d in that wherein MLV virus 
originates from the Moloney strain. 

6. (Currently Amended) The plasmid of claim 1 , charact e riz e d in that wherein the part of 
the envelope of the GaLV virus comprises at least the region whose function is to define 
the tropism of the viral envelope. 

7. (Currently Amended) The plasmid of claim 1 , charact e riz e d in that wherein the part of 
the envelope of the GaLV virus encodes the part of the env env protein located 
between corresponding to amino acids Ner-32 and No. to 644 ("ID3-GaLV domain") of 
the sequence SEQ ID NO: 3 or a s e qu e nce exhibiting at l e ast 70% homology with the 
ID3 GaLV domain . 

8. (Currently Amended) The plasmid of claim 1 , characteriz e d in that wherein the part A-of 
the env is an envelope originating from the genome of a fragm e nt of GaLV virus is a 
GaLV envelope fragment derived from the SEATO strain. 

9. (Currently Amended) The plasmid of claim 1 , characteriz e d in that wherein the envelope 
of the MLV virus exhibits an amphotropic tropism. 

1 0. (Currently Amended) The plasmid of claim 9, characteriz e d in that wherein the part of 
the envelope of the amphotropic MLV virus is that which is required to enable, in 
combination with the region of the GaLV envelope which is substituted, the production 
of infectious viral particles. 
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1 1 . (Currently Amended) The plasmid of claim 9, charact e riz e d in that wherein the part of 
the envelope of the amphotropic MLV virus encodes the ID 3-ampho-l domain (amino 
acids 1 through 31 of SEQ ID NO.: 3), and the ID 3-ampho-2 domain (amino acids 645 
through 676 of SEQ ID N0.:3) regions of the env polyprotein. which are locat e d, firstly, 
betw ee n amino acids Nos. 1 and 3 1, i. e ., th e "ID 3 ampho 1 domain" and, s e condly, 
b e twe e n amino acids Nos. 6 4 5 and 676, i. e ., the "ID 3 - ampho 2 domain") of th e 
sequence SEQ ID NO: 3, or a s e quenc e e xhibiting at least 70% homology with tho ID 3 ■ 
ampho 1 and ID 3"ampho - 2 domain. 

12. (Currently amended) The plasmid of claim 9, characterized in that wherein the 
amphotropic envelope part originates from the 4070 A strain. 

1 3 . (Currently Amended) A plasmid comprising the viral genome corresponding to SEQ ID 
NO: 4 or a s e qu e nce e xhibiting at least 80% homology with SEQ ID NO: 4. 

14. (Original) A plasmid corresponding to SEQ ID NO: 5. 
15-24. (Cancelled) 

25. (Currently Amended) A chimeric env sequence encoding the env protein corresponding 
to the amino acid sequence SEQ ID NO: 3 or a s equence e xhibiting at least 95% 
homology with SEQ ID NO: 3 . 



